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3 <110> APPLICANT: Ankenbauer, Waltraud 

4 Schmitz -Agheguian , Gudrun 

5 Elizaveta, Bonch-Osmolovskaya 

6 Svetlichny, Vitaly 

7 Ebenbichler , Christine 

8 Anger er, Bernhard 

9 Laue, Frank 

11 <120> TITLE OF INVENTION: Thermostable Nucleic Acid Polymerase From Thermococcus gorgonarius 
13 <130> FILE REFERENCE: 4453 

15 <140> CURRENT APPLICATION NUMBER: US 09/269,860 
C--> 16 <141> CURRENT FILING DATE: 2000-03-10 

18 <150> PRIOR APPLICATION NUMBER: PCT/EP97/0539 3 

19 <151> PRIOR FILING DATE: 1997*10-01 

21 <150> PRIOR APPLICATION NUMBER: EP/97100584 . 8 

22 <151> PRIOR FILING DATE: 1997-01-16 

24 <150> PRIOR APPLICATION NUMBER: EP/9611 587 4 . 8 

25 <151> PRIOR FILING DATE: 1996-10-03 
27 <160> NUMBER OF SEQ ID NOS : 9 
29 <170> SOFTWARE: Patentln version 3.0 

31 <210> SEQ ID NO: 1 

32 <211> LENGTH: 26 

33 <212> TYPE: DNA 

34 <213> ORGANISM: Artificial 
36 <220> FEATURE: 

3 7 <223> OTHER INFORMATION: probe 

39 <220> FEATURE: 

40 <221> NAME/KEY: misc_feature 

41 <222> LOCATION: (9).. (9) 

42 <223> OTHER INFORMATION: any nucleotide 

4 5 <220> FEATURE: 
4 6 <221> NAME/KEY: misc„feature 
47 <222> LOCATION: (15).. (15) 
4 8 <223> OTHER INFORMATION: any nucleotide 

r 51 <400> SEQUENCE: 1 
w "0f*^2 atgathytrfg ayacrtfgayta yathac 26 

55 <210> SEQ ID NO: 2 

56 <211> LENGTH: 24 

57 <212> TYPE: DNA 

58 <213> ORGANISM: Artificial 

60 <220> FEATURE: 

61 <223> OTHER INFORMATION: amplification primer 

63 <400> SEQUENCE: 2 

64 ggcctacgag aggaacgaac tggc 24 

67 <210> SEQ ID NO: 3 

68 <211> LENGTH: 18 

69 <212> TYPE: DNA 

70 <213> ORGANISM: Artificial 
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72 <220> FEATURE: 

73 <223> OTHER INFORMATION : amplification primer 

75 <400> SEQUENCE: 3 

76 ggcgtagatg tagggctc 

79 <210> SEQ ID NO: 4 

80 <211> LENGTH: 42 

81 <212> TYPE: DNA 

82 <213> ORGANISM: Artificial 

84 <220> FEATURE: 

85 <223> OTHER INFORMATION: amplification primer 

87 <400> SEQUENCE: 4 

88 gagctggtcg aattcatgat cctggacgct gactacatca cc 

91 <210> SEQ ID NO: 5 

92 <211> LENGTH: 33 

93 <212> TYPE: DNA 

94 <213> ORGANISM: Artificial 

96 <220> FEATURE: 

97 <22-3> OTHER INFORMATION: amplification primer 

99 <400> SEQUENCE: 5 

100 agcctgcagt catgtcttag gttttagcca cgc 

103 <210> SEQ ID NO: 6 

104 <211> LENGTH: 2322 

105 <212> TYPE: DNA 

106 <213> ORGANISM: Thermococcus gorgonarius 

108 <220> FEATURE: 

109 <221> NAME/KEY: CDS 

110 <222> LOCATION: (1)..(2322) 
112 <400> SEQUENCE: 6 
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gag 


acg 


cag 


gcg 


1872 


266 


Glu 


He 


Val 


Arg 


Arg 


Asp 


Trp 


Ser 


Glu 


He 


Ala 


Lys 


Glu 


Thr 


Gin 


Ala 




267 




610 










615 










620 












269 


agg 


gtt 


ctt 


gag 


gcg 


ata 


eta 


aag 


cac 


ggt 


gac 


gtt 


gaa 


gaa 


gcg 


gta 


1920 


270 


Arg 


Val 


Leu 


Glu 


Ala 


He 


Leu 


Lys 


His 


Gly 


Asp 


Val 


Glu 


Glu 


Ala 


Val 
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271 


625 










630 










635 










64 0 




273 




att 


gtc 


aaa 


aaa 
y w y 


gtt 


acg 




aag 


eta 

\- i_y 


age 


aag 


tac 


aaa 

y ay 


att 

y i_ u 


cca 


1968 


274 


Arg 


lie 


Val 


Lys 


Glu 


Val 


Thr 


Glu 


Lys 


Leu 


Ser 


Lys 


Tvr 


Glu 


Val 


Pro 




27 5 










645 










650 










655 






277 


ccg 


aaa 


aag 


eta 


a to 


ate 


tac 


aaa 


cag 


ata 


acc 


cgc 


gac 


eta 

^ uy 


aag 


gac 


2016 


278 


Pro 


Glu 


Lys 


Leu 


Val 


lie 


Tvr 


Glu 


Gin 


He 


Thr 


Arg 


Asp 


Leu 


Lys 


Asp 




279 








660 










665 










670 








281 


tac 


aag 


gec 


acc 


aero 
yy y 


ccg 


cat 


ata 

rl ^ zj 


act 


att 


gca 


aaa 


cgc 


etc 


gec 


gca 


2064 


282 


Tvr 
1 1 ■ L 


Ly s 


Ala 


Thr 


Glv 

o x % 


Pro 


His 


Val 


Ala 


Val 


Ala 


Lvs 


Arg 


Leu 


Ala 


Ala 




283 






675 










680 










685 










285 


aaa 




ata 


aaa 


ate 


CCJ CI 


ccc 


aaa 


acg 


ate 

z) v - 


ata 


age 


tac 


ate 


ata 

_» ZJ 


etc 


2112 


286 


Arg 


Glv 


He 


Lys 


He 


Arg 


Pro 


Glv 


Thr 


Val 


He 


Ser 


Tvr 


He 


Val 


Leu 




287 




690 










69 5 










700 












289 


aaa 


aac 


t CO 


dOri 


aaa 
a yy 


att 


QQQ 

yyy 


gac 


aaa 

ay y 


apt 


ata 


ccc 


ttt 


gac 


gaa 


ttt 


2160 


290 


Lys 


Gly 


Ser 


Glv 


Arg 


He 


Gly 


Asp 


Arg 


Ala 


He 


Pro 


Phe 


Asp 


Glu 


Phe 




291 


705 










710 










715 










720 




2 93 


gac 


ccg 


gca 


aag 


cac 


aag 


tac 


9& t 


gca 


gaa 


tac 


tac 


ate 




aac 




2208 


294 


Asp 


Pro 


Ala 


Lys 


His 


Lys 


Tvr 


Asp 


Ala 


Glu 


±y j. 


Tvr 


He 


Glu 


Asn 


Gin 




295 










725 










7 30 










7 35 






297 


gtt 


ctt 


cca 


get 


gtg 


gag 


agg 


att 


ctg 


agg 


gee 


ttt 


yy L 


tac 


L.y l 


aaa 


2256 


298 


Val 


Leu 


Pro 


Ala 


Val 


Glu 


Arg 


He 


Leu 


Arg 


Ala 


Phe 


Gly 


Tvr 


Arg 


Lys 




299 








740 










745 










750 








3 01 


gaa 


gat 


tta 


agg 


tat 


cag 


aaa 


acg 


egg 


cag 


gtt 




tta 


y y y 




t rrn 
Ly y 


2304 


302 


Glu 


Asp 


Leu 


Arg 


Tyr 


Gin 


Lys 


Thr 


Arg 


Gin 


Val 


Glv 


Leu 


Glv 


Ala 


Trn 




3 03 






755 










760 










765 










3 05 


eta 


aaa 


cct 


aag 


aca 


tga 






















2 3 22 


306 


Leu 


Lys 


Pro 


Lys 


Thr 


























307 




770 
































310 


<210> SEQ ID NO; 


: 7 


























311 


<211> LENGTH: 773 


























312 


<212> TYPE: 


PRT 




























313 


<2i: 


S> ORGANISM: 


Thermococcus gorgonarius 














315 


<400> SEQUENCE: 


7 


























317 


Met 


lie 


Leu 


Asp 


Thr 


Asp 


Tyr 


He 


Thr 


Glu 


Asp 


Gly 


Lvs 


Pro 


Val 


He 




318 


1 








5 










10 










1 5 






321 


Arg 


He 


Phe 


Lys. 


Lys 


Glu 


Asn 


Gly 


Glu 


Phe 


Thr 


He 


Asp 


Tvr 
j. ^ j. 


Asp 


Ar g 




TOT 
J Z a 








20 










25 


















325 


Asn 


Phe 


Glu 


Pro 


Tyr 


He 


Tyr 


Ala 


Leu 


Leu 


Lys 


Asp 


Asp 


Ser 


Pro 


He 




326 






35 










40 










45 










329 


Glu 


Asp 


Val 


Lys 


Lys 


He 


Thr 


Ala 


Glu 


Arg 


His 


Gly 


Thr 


Thr 


Val 


Arg 




330 




50 










55 










60 












333 


Val 


Val 


Arg 


Ala 


Glu 


Lys 


Val 


Lys 


Lys 


Lys 


Phe 


Leu 


Gly 


Arg 


Pro 


He 




334 


65 










70 










75 










80 




337 


Glu 


Val 


Trp 


Lys 


Leu 


Tyr 


Phe 


Thr 


His 


Pro 


Gin 


Asp 


Val 


Pro 


Ala 


He 




338 










85 










90 










95 






341 


Arg 


Asp 


Lys 


He 


Lys 


Glu 


His 


Pro 


Ala 


Val 


Val 


Asp 


He 


Tyr 


Glu 


Tyr 




342 








100 










105 










110 








345 


Asp 


He 


Pro 


Phe 


Ala 


Lys 


Arg 


Tyr 


Leu 


He 


Asp 


Lys 


Gly 


Leu 


He 


Pro 




346 






115 










120 










125 
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